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Matrix type : family matrix

Matrix Category : matrix compiled from individual genomic sites

Matrix classification : BZIP | Find all matrices in this class -

Application details : compiled and aligned by TRANSFAC; sites quality 6 or better

Number of sequences used : 40
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Additional transcription factors linked to the matrix : ICER-xbb1(h), CREB(b), CREMdeltaC-F(r), S-CREM(m), CREB1(b), CREB(mv),
CREM-Ib(h), ICER-I(m), CREBomega(m), deltaCREB(m), CREM-isoform1(b), CREMtau(r), CREM-isoform2(b), ICER-IIgamma(m), CREM(b),
CREMtau(m.s.), CREMdeltaC-G(r), CREM(m.s.), CREB1(s), CREM-Ia(h), ICER-II(m), CREMepsilon(m), CREM-isoform8(h), ICER-

Profile membership wnatis this?
Profiles which include this matrix : lung-specific profile, redox-sensitive profile, cell cycle-specific profile, liver-specific profile,

pancreatic beta-cell-specific profile, pituitary-specific profile, nerve system specific profile
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BIOBASE accession : M00917
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